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ABCD database: AntiBodies Chemically Defined database
FEFIHEES: Geneva Antibody Facility, University of Geneva
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Database Description

BAXDT—H—1ERBROT—XRXR—XTY,

NBDC01254 . . . .
(This database provides marker information for soybean.)

cDNA/EST, Genetic variation, Sequence

l Morphological Analysis (Segmentation)

FAXND|Z=h— | BE| D | T—2~=2 | TF |,

l Technical Term Recognition/Normalization Weighting (TF-IDF)

KA EH ER ToaN—2

l Weighting (TF-IDF)

Word vector Tag vector

f?ﬁt% ﬁE_*H( : g Eé//\” Organism Gen. Var cDNA/EST
0 0 0.241 0 0 0 0 0.709 0.578

A database is represented as a vector with (# different terms + # different tags) dimensions

‘ NBDC
@ u Licensed under a Creative Commons Attribution 4.0 International (c)National Bioscience Database Center Japan
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From database description From tags

w4 ER LA oy F& R Geé‘g:;e/ Organism E'Iesae';z Gen. Var. cDNA/EST
NBDC00756 | 0.321| 0.266 0 0 0.232 0 0 0.508 0.503 0 0
NBDC00890 0 0 0 0 0 0.25 0 0 1 0 0
NBDC01254 0 0/ 0.241 0 0 0 0 0 0 0.709 0.578
NBDC01317 0 0.196 0 0.188 0 0 0 0 0.733 0 0
NBDC01368| 0.238 0,0.213| 0.189] 0.172 0.484 0 0.575 0.569 0 0
NBDC01401 0 0, 0.248 0 0 0 0.738 0 0 0 0
NBDC01463 0 0.523 0 0.167 0 0 0.657 0 0.754 0 0

Databases can be distributed in a vector space

v

Similarity between the vectors (databases) is
@ ' NBDC represented as cos O (Cosine Similarity)

u Licensed under a Creative Commons Attribution 4.0 International (c)National Bioscience Database Center Japan
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ABCD database: AntiBodies Chemically Defined database

YEFBHES: Geneva Antibody Facility, University of Geneva
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MOROKOSHI Sorghum transcriptome database
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YEFBi%ES: Johns Hopkins School of Medicine
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Metabolic alterations in alga
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Cytotoxicity of BP-3 and BP-4: Blockage
of extrusion pumps, oxidative damage
and programmed cell death on
Chlamydomonas reinhardtii
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